115
A total 21 Salmonella Typhi and Paratyphi A, B, C (18 for clinical and 3 for lettuce samples) 116 carrying class 1 integrons and resistant to nalidixic acid were used to bacterial conjugation. The 117 recipients (E. coli NalR) were selected on Luria-Bertani (LB) medium containing streptomycin 118 (25μg/ml), nalidixic acid (50μg/ml), trimethoprim (5μg/ml) and ampicillin (100μg/ml). The 119 donors were selected on LB containing only streptomycin and trimethoprim (BioMérieux, 120 France). A total of 5 ml of fresh LB broth was inoculated with either recipient or donor bacteria 121 and incubated for 24 h at 37°C. After, cultures were diluted at 1:50 and incubated at 37° C with 122 strong agitation for 4 hours. Donor and recipient strains were then mixed at the following ratios 123 1:1; 1:2; 1:10 and incubated at 37°C for 3 hours. Transconjugants were selected on LB agar 124 plates supplemented with streptomycin (25μg/ml), nalidixic acid (50μg/ml), trimethoprim 125 (5μg/ml) and ampicillin (100μg/ml). PCR was performed on transconjugants to determine 126 whether resistance genes were transferred. 127 2.6. Pulsed-Field Gel Electrophoresis (PFGE) showed blaCTX-M-14-like gene (GenBank: KX421096.1). Our study showed that 86.67%
170
(13/15) of strains which harbored class 1 integron genes contain the virulence plasmid spvR 171 ( is possible that these class 1 integron which carried resistance genes contained in Salmonella 234 isolated were not a transferable elements.
235
The main mechanism of resistance to quinolones is linked to chromosomal mutations especially 236 in the gyrA or parC genes and more rarely at the gyrB and parE genes [30, 31] . This study 11 237 showed only 8 isolates could be amplified both the gyrB and parE genes. Previous studies from 238 Brazil and Senegal were showed similar results with our results [30] [31] [32] [33] .
239
Extrachromosomal genes qnr, aac(6')-Ib-cr and qepA were discovered since 2002 and are 240 carried by conjugative plasmids [34] . Since then, several types of qnr (qnrA, qnrB, qnrS) have 241 been described [34] . These genes were not detected in this study. Several studies shown that 242 these plasmids were most found in non-typhoidal Salmonella and absent in Salmonella Typhi.
243
This was similar with ours results. Others studies shown that plasmids carrying genes encoding 244
ESBLs generally carry genes encoding quinolone resistance [35, 36] . This study showed only 245 one ESBL-producing strain (blaCTX-M-14-like). This results were similar to Al-Emran et al.
246
(2016) [37] in Sub-Saharan African from blood samples to febrile patients.
247
Pulsed-field gel electrophoresis has been widely used to determine strain relatedness, to confirm 248 bacterial disease outbreaks, and to identify the sources of strains [38, 39] . In the present study, isolates originate from the same sampling site. In addition, 80-90% similarity was observed 256 between these pulsotypes and clinical ones from Ouagadougou. This could be due to the fact 257 that our strains from lettuce were collected in gardens close to a health center.
258

Conclusion
259
This study showed that the isolated Salmonella strains had several virulence factors that play a 260 role at different stages of the infectious process. The study showed the emergence of Salmonella 
